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( B %77 3% ) (Nature Methods) & T 4| F| + A F 2 fr#EH T 42
AET, RIFTER X TEFTNAENFRAREDHERAENTAEA £
BHRAEE: —RNlF (Next-generation sequencing). # FH4 T#
(Genome engineering). 4 F# K (Single-molecule methods). >t
1 k% (Light-sheet imaging). £ T Fi# 2 ATH0& & A ¥ (Mass
spectrometry—based proteomics). %44 £ 4% (Structural biology). 4
ME4E  (Cellular reprogramming). X3 f£%  (Optogenetics).
K AEMIE (Synthetic biology) fn#8 & 4 # 2 E #4%  (Super-resolution

microscopy ).
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